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Dhoni undecided over IPL 2025  
participation, says Viswanathan

SYDNEY: Top seeds, the United 
States, spearheaded by Coco Gauff 
and Taylor Fritz, were drawn on 
Monday with Canada for the mixed-
team United Cup in Australia.

They begin their 2025 season in 
Perth, with Felix Auger-Aliassime 
and Leylah Fernandez headlining 
the Canadians at the third edition 
of the tournament from December 
27 to January 5.

Defending champions Germany, 
led by world number three Alexan-
der Zverev, were pitted alongside 
Brazil and China, who have Olym-
pic champion Zheng Qinwen.

Stefanos Tsitsipas’s Greece will 
also play in Perth, grouped with 
Kazakhstan and a Spanish team 
missing world number two Carlos 
Alcaraz.

Alcaraz is yet to reveal where 
he will warm up for the Australian 
Open, the opening Grand Slam of 
the year.

Five-time major champion Iga 
Swiatek and Hubert Hurkacz once 
more represent Poland as they look 
to avenge their narrow loss to Ger-

many in the 2024 final.
They face the Czech Republic 

and Casper Ruud’s Norway in Syd-
ney.

Like Alcaraz, world number one 
Jannik Sinner has opted against 
playing the United Cup for his 
country Italy, who will meet France 
and Switzerland in the group stage.

Britain take on Alex de Min-
aur’s Australia in the other Sydney 
group.

“Everyone who plays this event 
absolutely loves the experience,” 
tournament director Stephen Far-
row said. “It’s the perfect way to 
acclimatise to the Australian con-
ditions.”

Seven of the world’s top 10 
women and six of the world’s top 12 
men have signed up.

Each team -- with three men 
and three women -- go through a 
round-robin format, with ties com-
prising one men’s and one women’s 
singles and a mixed-doubles clash.

Group winners in each city ad-
vance to the quarter-finals, along 
with the best runner-up.

The semi-finals and final are in 
Sydney with US$10 million in prize 
money and ATP and WTA ranking 
points at stake.

Draw for the United Cup:
Perth -
Group A - USA, Canada, TBC
Group C - Greece, Kazakhstan, 

Spain
Group F - China, Germany, Bra-

zil
Sydney -
Group B - Poland, Czech Repub-

lic, Norway
Group D - Italy, France, Switzer-

land
Group F - Britain, Australia, 

TBC

Tennis: Coco Gauff-led USA drawn with 
Canada at season-opening United Cup CHENNAI: Former Chennai 

Super Kings (CSK) captain MS 
Dhoni remains undecided on his 
IPL future yet, according to the 
franchise’s CEO Kasi Viswana-
than, who says that they hope he 
(Dhoni) gives his confirmation 
before the submission deadline 
(Oct 31). Per the latest reports, 
CSK’s top brass is awaiting Dho-
ni’s decision before listing their 
retention list ahead of the IPL 
2025 mega auction later next 
month.

“We have still no confirma-
tion from him, though we will 
like him to continue playing 
for us,” Viswanathan said in a 
chat with ESPNcricinfo. “Hope 
he will confirm before 31st 
[October].”

Meanwhile, the IPL’s govern-
ing council and the BCCI kept 
October 31 as the deadline for 
all teams to submit their final 
retention list. 

With the reintroduction of 
an IPL rule, scrapped in 2021, 
any player who last played for 
his country at least five years ago 

is eligible to play as an 
uncapped player. 

MS Dhoni, who 
announced 

his 
inter- na-
tional 
retirement 
on August 20, 
2020, ticks this 
box, becoming 
eligible to play as an 
uncapped player for CSK should 
he be retained. While Dhoni’s 
last international tournament 
was the 2019 ODI World Cup in 
England, which the hosts won, 
Dhoni played in the cash-rich 
league since.  

Before the start of IPL 
2024, Dhoni relinquished 
the CSK captaincy, 
handing over the baton 
to opener Ruturaj 
Gaikwad. In his 
first season as the 
new CSK skipper, 
Gaikwad failed to 
guide CSK to the 
playoffs.

NEW DELHI: Sri Lanka 
continued their dominant 
run at home and beat West 
Indies by five wickets, on 
DLS method, in the first of 
the three ODIs in Pallekele 
on Sunday (Oct 20). In a 
rain-marred clash, Nishan 
Madushka (69) and skip-
per Charith Asalanka (77) 
stood out for the hosts with 
fine half-centuries, chasing 
a revised target of 232 in 
37 overs, before Wanindu 
Hasaranga weaved mag-
ic with the ball and took 2 
wickets for 18 runs. 

Opting to bat first, Shai 
Hope-led West Indies were 
100-4 but the duo of Sher-
fane Rutherford and Ros-
ton Chase got together, for 
the fifth-wicket, and added 
an unbeaten 85 before a 
long rain delay meant West 
Indies couldn’t bat their 
full quota of overs (ending 
at 185/4 in 38.3 overs). 
Hasaranga and Dunith 
Wallalage kept things tough 

whereas Jeffrey Vander-
say and captain Asalanka 
chipped in with a wicket 
each. As a result, the hosts 
were given a revised target 
of 232.

In reply, SL didn’t start 
well courtesy of Alzarri 
Joseph’s early strikes. The 
Lankans still kept them-
selves ahead throughout, 
mainly due to a 137-run 
fourth-wicket stand be-
tween Asalanka-Madu-
shka. Spinner Gudakesh 

Motie removed the two set 
batters and Sadeera Sama-
rawickrama (18) but the 
damage was long done. 
Eventually, Kamindu Men-
dis and Janith Liyanage 
ended proceedings for the 
hosts, with five wickets and 
31 balls to spare. 

The second and penulti-
mate ODI will be held at the 
same venue, i.e. Pallekele 
International Stadium, 
Palleke on Oct 23 (Wednes-
day).

NEW DELHI: Rohit 
Sharma-led India lost the 
first Test to New Zealand by 
eight wickets on Day 5 at the 
M Chinnaswamy Stadium, 
Bengaluru on Sunday (Oct 
20). Ahead of the second 
Test, in Pune starting Oct 
24, the Indian team man-
agement would consider 
changing the playing XI. In 
the first Test, the hosts went 
ahead with three spinners 

and two pacers, however, 
Mohammed Siraj didn’t 
look in his elements. He re-
turned with match figures 
of 2 for 100 and seemed off 
colour, despite conditions 
being favourable for pacers. 
Thus, former Indian stump-
er Saba Karim feels India 
can bring in Akash Deep 
instead of Siraj for the Pune 
Test, starting on Oct 24.

Talking on Jio Cinema, 

Karim said, “I reckon that 
Mohammed Siraj may be 
under some kind of pres-
sure and I’m sure they will 
have a discussion before 
they pick the XI for the next 
Test match. Because as a 
front-line seam bowler in a 
Test match, you are expect-
ed to pick wickets with the 
new ball and also come back 
and bowl well with the sec-
ond new ball. 

Charith Asalanka, Madushka, Hasaranga  
shine as hosts win rain-marred 1st ODI

Should India replace Mohammed Siraj with 
Akash Deep? Former Indian stumper opines

NEW DELHI: The Indian 
Premier League (IPL) 2025 
mega auction is set to take 
place in Riyadh, in Saudi 
Arabia, on Nov 24-25, as 
per reports. The Board of 
Control for Cricket in India 
(BCCI), is, thus, set to host 
the IPL auction outside 

India for 
the second 

time in a 
row, and Ri-
yadh is being 

considered for the two-
day mega event. The pre-
vious auction took place 
in Dubai. A final decision, 
along with dates, is expect-
ed to be out soon.

However, a potential 
issue before the BCCI au-
thorities is that the pro-
posed dates coincide with 

India’s five-match Test se-
ries opener versus Austra-
lia, in Perth. The first Test 
begins on Nov 22. Notably, 
the match will be shown 
on Disney Star, i.e. the of-
ficial broadcasters of the 
cash-rich league. Thus, all 
parties want to avoid any 
overlap.

Although due to the 
time difference with 
Australia, there is un-
likely to be any clash. 

The auction is ex-
pected to commence 
in the afternoon, as 
per Indian Standard 

Time (IST). 
Apart from Riyadh, the 

Indian cricket board have 
also narrowed down Jed-
dah as another option but 
Riyadh is likely to act as the 
host city for the event.

Earlier, it was being 
reported that BCCI have 
explored Dubai, Singapore 
and London as options. At 
one stage, even Vienna was 
being considered, however, 

IPL 2025 mega auction to take 
place in Riyadh in late Nov: Report

In the fish world, few win the crown 
for being the best dads. Most are 
‘absentee’ fathers, who disappear 
after mating and leave the burden of 

parenting to the females. Cichlids, 
a family of freshwater fish 
found in parts of Africa, 
South and Central 
America and Asia, 
including 
India, are no 
different. After the 
males fertilize the 
eggs, the females carry 
them around in their 
mouths to keep them 
safe from predators. This 
behaviour, called 
mouth-

brooding, prevents the fish from feed-
ing until the eggs hatch and the little 
fish emerge. 

A new 
study 

re-

veals 
that this 

parenting 
tale—and the 

gene involved in the behaviour—has 
an unexpected twist. The researchers, 
studying a species of African cichlids 
called Astatotilapia burtoni, observed 
that when two specific genes related 
to detecting female pheromones in 
the males mutate, the absentee cichlid 
fathers turn into doting dads, carrying 

the eggs in their mouth just like 
the females do. In the males, 

two genes—Or113a and 
cnga2b—act like a switch in 
turning the nurturing be-

haviour on and off. When the 
males sense fertile female phero-

mones, the neural circuit responsible 
for mouthbrooding is switched off, and 
males become hands-off dads after 
mating. However, small mutations in 

these genes can keep this neural circuit 
on, turning them into doting dads. 

The parenting tricks of cichlids don’t 
end there. In another study on Neolam-
prologus savoryi, also a cichlid species 
native to Lake Tanganyika in Africa, 
researchers found that the parents 
‘spank’ their kids when they don’t help 
with chores. N. savoryi is a cooperative 
breeding species, where the young fish 
stay with their parents for a long time, 
and the elder ones help parents raise 
younger broods by helping with par-
enting chores. However, when the elder 
kids slack, the parents attack them as 
punishment, triggering them to partici-
pate in their family duties. Fish brains, 
after all, deserve more credit than we 
give them.

A twist in genes turns fish into better fathers More than 20% of Earth’s plant 
species found only on islands – and 
time is running out to save them
SYDNEY: Islands have long intrigued explorers and 
scientists. These isolated environments serve as natural 
laboratories for understanding how species evolve and 
adapt.

Islands are also centres of species diversity. It has long 
been speculated that islands support exceptionally high 
amounts of global biodiversity, but the true extent was 
unknown until now.

In world-first research published in Nature today, my 
colleagues and I counted and mapped the diversity of 
plant life on Earth’s islands. We found 21 per cent of the 
world’s total plant species are endemic to islands, mean-
ing they occur nowhere else on the planet.

These findings are important. Island plants are at 
higher risk of extinction than those on mainlands. De-
tailed knowledge of plants species, and where they grow, 
is essential for monitoring and conserving them.

Mapping island floras worldwide
The study involved an international team of scientists. 

We developed an unprecedented database of vegetation 
information from more than 3,400 geographical regions 
worldwide, including about 2,000 islands.

The definition of an island is somewhat arbitrary. Con-
ventionally, an island is a landmass entirely surround-
ed by water and smaller than a continent. This means 
Tasmania and New Guinea are islands, but mainland 
Australia – a continent in itself – is not. This is the defini-
tion we used.

WELLINGTON: Anyone 
who has spent time inside a 
neonatal intensive care unit 
(NICU) knows it’s intense.

For the tiny babies cared 
for in these wards, any in-
fection could prove fatal. 
Great care is taken to pre-
vent the spread of patho-
gens, but outbreaks still 
occur.

Traditionally, detecting 
outbreaks within a NICU 
has been reactive – only af-
ter multiple babies fall ill at 
the same time.

Our research is advanc-
ing the use of whole-ge-
nome sequencing technol-
ogies to detect outbreaks 
early and stamp out bac-
teria before they threaten 
more babies.

From reactive to pro-
active NICU outbreak sur-
veillance usually involves 
monitoring rates of illness 
and identifying spikes and 
long-term trends that may 
point to a pathogen circu-
lating on the ward.

When a potential out-
break is identified, bacte-
ria may be cultured and 

retrospectively sequenced 
to determine if they can be 
linked to a shared source or 
transmission on the ward.

Wellington Region-
al Hospital has changed 
its approach to infection 
surveillance in the NICU. 
Rather than waiting for 
infants to fall ill, they are 
using the same sequencing 
technology we developed 
at the Institute of Envi-
ronmental Science and Re-
search (ESR) for genomic 
contact tracking during the 
COVID pandemic.

Infants in the unit have 
diagnostic swab samples 
taken as part of routine 
practice. If any key bac-
teria are cultured from 

these samples, they are se-
quenced promptly to iden-
tify possible transmission 
events in near real time. 
This allows us to monitor 
the situation closely and re-
spond quickly to emerging 
outbreaks.

Because not all infants 
carrying a particular bacte-
rial strain will experience a 
severe infection, this proac-
tive approach can detect an 
outbreak before any babies 
fall ill.

And because whole-ge-
nome sequencing decodes 
the entire genetic makeup 
of bacteria, it also provides 
the NICU team with infor-
mation on how pathogens 
are related to each other.

NEW YORK: As soon as you put starch 
in your mouth -- whether in the form of a 
dumpling, a forkful of mashed potatoes or a 
saltine -- you start breaking it down with an 
enzyme in your saliva.

That enzyme, known as amylase, was 
critically important for the evolution of our 
species as we adapted to a changing food 
supply. Two new studies revealed that our 
ancestors began carrying more amylase 
genes in two major waves: the first one sev-
eral hundred thousand years ago, possibly 
as a result of humans starting to cook with 
fire, and the second after the agricultural 
revolution 12,000 years ago.

“This combination of adapting to diverse 
environments and modifying our diets is a 
core tenet of what makes us human,” said 
Omer Gokcumen, a geneticist at the Uni-
versity at Buffalo who led one of the studies, 
which published Thursday in Science.

As ancient societies developed differ-
ent diets, the new research suggests, they 
evolved to have different numbers of amy-
lase genes. Gokcumen speculated that peo-
ple today who have fewer amylase genes 
may be more vulnerable to diseases such as 
diabetes that are fueled by a starch-heavy 
modern diet. Down the line, the findings 
could point to potential amylase-based 
treatments for these diseases.

“This is obviously in the future, but I 
think our studies are really setting the stage 
for doing this,” Gokcumen said.

The first clues to the extraordinary his-

tory lurking in our mouths emerged in 
the 1960s, when scientists discovered that 
some people made extra amylase in their 
saliva. But only in the past few years has 
DNA-sequencing technology become accu-
rate enough to decipher the amylase genes 
people carry in their cells.

“We’ve been looking at a shadow, and 
now we’re looking at the real thing,” said 
Peter Sudmant, a geneticist at the Univer-
sity of California, Berkeley, who led the sec-
ond new study, which was published last 
month in Nature.

Sudmant and Gokcumen’s teams cat-
aloged a wide range of amylase copies in 
people’s DNA. Some had a single amylase 
gene on each copy of chromosome 1, where-
as most people had many more -- in some 
cases, as many as 11 copies.

Genome sequencing developed to trace Covid now 
protecting babies in intensive care from infectious diseases How early humans evolved to eat starch


